
-IgG1

Fragment labe
l

Linkage
Expected
mass (Da)

Observed
mass (Da)

Mass error
(ppm)

Frangementatio
n confirm

1:T2-1:T5 Cys 23=Cys 88 7344.40414 7344.3887 -2.1 √

1:T9-1:T16
Cys 134=Cys
194

3556.7563 3556.7554 -0.2 √

1:T17

0 . 2



-

Theoretical 
Mono m/z

Observed 
Mono m/z

Error (PPM) Chains Peptide Disulfide Bonds




